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Eicaywyn: H BeAniotomoinon tng Bepateiag pe BioAoyikols Tapdyovies amoteAei 18eatd oToX0 yia
acBeveig pe eAkwdn koAinda (EK). Emi tou mrapdvrog, dev UTTAPXOUV ETTAPKEIS TTPOYVWOTIKOI BEIKTEC
avTamokpiong ot kABe BioAoyiko Tapdyovra, yeyovog Tou duoxepaivel Tnv egatopikeuon Tng Bepateiag.
Mpéogara Sedopiva deixvouv 6TI Ta TPOTUTTG BAEVVOYOVIKIG GAEYHOVAGS Kl Ta TTPO@IA KUTTapOKIVIY opol
dlagépouv peTagu Twv aoBevilv TTou avratmokpivovial kal 6owv Sev aviamokpivovial atn BioAoyikn
Beparreia. O1 peAéTeg autég agopouoav kupiwg Toug anti-TNFa mapdyovreg kai o Vedolizumab, gv dev
uTrdpxouv avtigToixa oToixeia yia To Ustekinumab, Tou amroteAsi HOVOKAWVIKG QvTiowpa £vavil Twv

vTepAeukiviov 12 kail 23 kal Tpoogara EAaBe £ykpion yia Tnv BepaTeia Twv agBevwyv pe EK.

Zkomog Tng PeAETNG: Na avadeifel TpoyvwaTikoug BeiKTEG avTatrokpions (KAIVIKAG Kal EVBOOKOTTIKAC) OTO
Ustekinumab, aoBeviv pe EK, aglomroiwvrag Anpogopieg amé 1o HETaypaPwHd Toug TTpo Tng évapéng
Beparreiag.

MeBodoAoyia kal oxed1aopog: MPOKEITAl yia pia TTPOOTITIKY, JOVOKEVTPIKA HEAETR KOOPTNS GTNV oTroia Ba
oupTrepiIAn@Bouv aoBeveig pe evepyo EK mou pokeital va AdBouv Beparreia pe Ustekinumab. H didyvwan
NG vooou Ba gival emBeRaiwpévn UoTepa amd kKAVIKN, EVOOOKOTTIKA Kal IoToAoyIkr agloAéynon. H évragn
Twy acBevwyv Ba apyioel 1o ZemtépPBpio 2022, evwy Ba amaiteital EVIUTIN Kal EVAHEPWHEVN oUyKaTABeoT
Toug. H Bidpkeia TapakoAolBnong Twv acBeviv Ba tival TouAdyiotov 6 prves améd Tnv évapén g
BroAoyikrg Beparreiag. O1 aoBeveig Ba uroBaAAovral ot evBookoTnon (opBoaIyHOEIBOOKATINGN ) OAIKN
KoAovookotnon) pe Afyn Bloyiag amd o opBoaiypoeidég Tpo NG Evapéng Tng BIoAoyikn¢ BepaTeiag kal
ot emavaAnTITIKh evbookotnaon 6 priveg petd. ©a karaypagei 1o Tpoih RNA Twv agBeviv UoTepa amd
amopdvwon Tou ohikoUu RNA amé 1ig Bioyieg Taxéog eviépou. AKoAoUBWS, ME TN XPHON HEBGBWY
BrooTaTioTikAg Ba yivel oUYKPION TWV HETAYPAPWHATIKWY TTPOPIA TwV ACBEVWY TTOU avTaTrokpiénkav 1o

Ustekinumab ka1 6owv dev avramokpiBnkav atoug 6 priveg Beparreiag.

EueAmioToupe 6m n mapoloa peAétn Ba avadeifel VEOUG PETAYPAQWHATIKOUS TTPOYVWOTIKOUG BEIKTES
avramokpiang oto Ustekinumab pe amwrepo otéxo tnv e§atopikeuan Tng Bepameiag kal TNV opBOTEPN
emhoyr Twyv aoBevwv pe EK mou Ba AdBouv auté to BloAoyikéd Trapdyovra.
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Introduction: Optimizing treatment with biological agents is an ideal goal for patients with ulcerative colitis
(UC). At present, there are insufficient prognostic markers of response to each biological agent, which
makes it difficult to individualize treatment. Recent data suggest that mucosal inflammation patterns and
serum cytokine profiles differ between patients who respond and those who do not. These studies mainly
focused on anti-TNFa agents and Vedolizumab, while there are no corresponding data for Ustekinumab,
which is a monoclonal antibody to interleukins 12 and 23 and has recently been approved for the treatment
of patients with UC.

Aim of the study: To highlight prognostic markers of response (clinical and endoscopic) to Ustekinumab,
in patients with UC, utilizing information from their transcriptome before starting treatment.

Methods: This is a prospective, single-center cohort study that will evaluate transcriptomic markers of
response to Ustekinumab in patients with active UC. The diagnosis of the disease will be based on the
established clinical, endoscopic and histological criteria. The patients’ recruitment will begin in September
2022, while their consent will be required. The duration of follow-up of patients will be at least 6 months
from the start of biological treatment. Patients will undergo endoscopy (sigmoidoscopy or total colonoscopy)
with a biopsy of the orthosigmoid before the start of biological treatment and a repeat endoscopy 6 months
later. The RNA profile of the patients will be recorded after isolation of the total RNA from colon biopsies.
Then, using biostatistics, the transcriptomic profiles of patients who responded to Ustekinumab and those
who did not respond to 6 months of treatment, will be compared.

We hope that the present study will highlight new transcriptomic prognostic markers of response to
Ustekinumab with the ultimate goal of individualizing treatment and making a more targeted selection of
UC patients who will benefit from this biological agent.



