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TitAog Atatpifng

«AIEPEYNHZH MIKPOBIAKHZ ANTOXHZ KAl MOPIAKH EMIAHMIOAOTIKH ANAAYZH
ITEAEXQN CLOSTRIDIOIDES DIFFICILE NOY NMPOKAAOYN ENAONOIOKOMEIAKEL
AOIMQZEIZ ZTO NN «ATTIKON»

NepiAnyn

Ewcaywyn — Zxonog: H Aoipwén pe Clostridioides difficile (CDI) eivat n kUpla attia Stapporag mou
ovoxetiZetal pe vyelovopkn dopri (HA CDI) kat avgavel to kdoto¢ voonAeiag £we kat 4 dopéc. To C.
difficile napovolalel yevetikr mokihopopdia mou pnopet va aglonotnBel yia tnv napakohoyBnon e
eéamwonc Tou.

Yrapxet pia oxetkn ENewdn evéehexwv emubnpioloyikwy Sedopévwy oxetika pe ta C. difficile
and ta EAAnvikd voookopeia. MNa 10 Adyo autd, o KUPLOG OTOXOC QUTOU TOU EPELVATIKOU
TMPWTOKOAAOU Eivat n Slepelivnon TNG YEVETIKAG TOKIAOpOpdIiac kat ¢ HIKpoBLakic avroxnc
otelexwv C. difficile mouv pokaiovv CDIs ota mAaioia ¢ emtipnong twv Aowuwéewv and C. difficile
oto Mavermotnuakd Mevikd NOooOKOpELD «ATTkOV». Mo ouykekpuéva, Ba yivel anopdvwon tou C.
difficile xat Ba ouOXeTOTOUV oL WIKPOPLOAOYIKOL Ttapdyovieg (OmMwe n Tautomoinon Tou
HiKpoopyaviopoU, n evatoBnoia ota avtflotikd, n mapoucia tng tofivng A kat B kAm) pe tnv
erudnuodoyia tou C. difficile oe tomukd eminedo kat pe aMa €0vika kat S1eBvy voookopeia. Eniong,
Ba yiver pikpoPlodoyikry Slepelivnon TWV UTOTPOTIWV KAl EMAVAMOAUVOEWV OF GTOHO ME
UTOTPOTLALOVOEG AOLUWEELS KOl CUOXETION QUTWY TWV OTEAEXWV ME TIPOKANGN OCUYKEKPLUEVWV
KALVIKWV OUVEPOUWV.

YAwko kar M€Bobou: Ta mpwta otadia tng napovoag dtatpBnc nephappdavouy tTnv cuAoyn Twv
bedopévwy tou pikpoPlodoyikol epyactnpiou (ouAhoyr otolxeiwv kaBe 3 pvec). Mo cuykekpLéva:
1) AplBpo¢ detypdtwy kompavwy mou egetaotnkav yia CDI, 2) AptBpdc deypdrtwy rou BpéBnkav Betikd
yla CDI, 3) AAyopLBpog mou xpnotpomoLeitat yia tn Sidayvwon. Itn ouvéxela Ba yivel amopdvwon kat
tautonoinon twv oteAexwv C. difficile kaw Ba efetactel n svawoBnoia TOUC O OMASEC
avupaktnplakwy pappdakwy. TEAog, Ba SiepeuvnBel n yeVETIK 0UOTAON TWV OTEAEXWY, KE OKOTIO TN
Siepedvnon ™G kKAwvikig Swaomopdg, He ™ Xprion Twv SwaBéouwv peBOSWV  poplakhc
embnuLoAoyiac.




Ivunepaopara: TO MPOTEWOHUEVO £PYO Eival onuavtiko, kabBwe Ba meplypadel tTn UikpopLakn
avtoyrn kat tnv kKAwvikn dtaomopd twv otehexwv C. difficile oe toruko eninedo. Ta debopéva avta Ba
ETUTPEYPOUV TOV POTSLOPLOUO TNG KATAAANAOGTEPNG EUMELPIKAC Bepamneiag kat Ba SleukoAUvouv TV
npoAnUn TNC SLAOTIOPAC TWV OTEAEXWV.
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SUMMARY

Background- Aims of study

Clostridioides difficile infection (CDI) is the leading cause of healthcare-associated
diarrhea (HA CDI) and increases hospital costs up to four-fold. C. difficile exhibits genetic
diversity that can be exploited to monitor its spread.

There is a scarcity of detailed epidemiological data about the genetic composition of C.
difficile strains circulating in Greek hospitals. For this reason, the main objective of this
research protocol is to investigate the genetic diversity and antimicrobial resistance of C.
difficile strains that cause CDIs in the context of C. difficile infections surveillance in the
University General Hospital “Attikon”. More specifically, C. difficile will be isolated and
microbiological factors will be correlated (such as the identification of the microorganism,
sensitivity to antibiotics, the presence of toxin A and B, etc.) with the epidemiology of C.
difficile at local level and with other national and international hospitals. Moreover, relapses
and re-infections in patients with recurrent CDIs (rCDIs) and the correlation of these strains
with specific clinical outcomes will be microbiologically investigated.

Methods

The first steps of this thesis include the collection of the functional indicators from the
microbiological laboratory archives (collection every 3 months). More specifically the data
that will be retrieved will include: 1) Number of stool specimen tested for CDI, 2) Number of
samples specimen that tested positive for CDI, 3) Algorithm used for CDI diagnosis.
Afterwards, C. difficile strains will be isolated and identified and antimicrobial susceptibility
testing will be performed. Finally, the genetic diversity of the strains and their clonal spread
will be detected with available molecular epidemiology methods.

Conclusion

The proposed project is important to describe the antimicrobial resistance and clonal
spread of C. difficile strains at a local level. The data that will be derived will allow the
determination of the appropriate empirical treatment and enable the implementation of
infection control measures for the containment of C. difficile spread.



