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MPWTEOUIKA XAPAKTNPLOTIKA OTOV aoBEeVH LE IVEUHOVIa KOWOTNTAC

MNEPIAHWH AIATPIBHZ

Ot AOLUWEELG TOU KATWTEPOU QVATIVEUOTIKOU Eival amd TiG Mo oUXVEC AOLUWEELS Kal EVEXEL
HEYAAn Bvntétnta kat Bvnowwdtnta maykoopiws. H OAWKA ERUMTTWOn TG TVEUHOVIAC
kowotntag eivat 16-23 neputtwoel ava 1000 dropa etnoiwg kat nepimouv 1o 30% Twv
acBevwv avtwv xprilet voonAeiag. Exel pe tnv peyahutepn Bvntdtnta and Tig AoWEELS Katl
pe Baon tov Maykdopo Opyaviopd Yyeiag anoteAel tnv tpitn mo ouxvr attia Bavdtou
naykoopiwg(1,2). Avaldywg HE TOV TOMO TOU EKONAWVETAL SLAKPIVETAL OF TIVEUHOVIA
KOWOTNTaG Kal oe voookopelakr mveupovia (hospital acquired rj ventilator acquired). H
MEAETN QUTH ETUKEVIPWVETAL OTNV MIVEUHOVIA KOWOTNTAC, N omoia ekSnAWveTaL o aoBeveic
£§WVOOOKOHELAKOUG Kat Uropet va odeiletal o Baktrpia rj LoUC.

H abuvapia avoooanmdkplong Oe £va OUYKEKPLUEVO TaBoyovo TOU OVATIVEUGTIKOU
ouoTtripatog 0dnyel og Aolpwén kal kat' enéktacn otnv AeyOpevn TVEUpOvVia kowotntac. H
EKTIMNON TNG avooomoNTIKAG kavotntag tou kdBe aoBevolg ocuvieleli otnv KaAUTepn
ektipnon g Baputntag TN AoiHwENG Kat uropel va amoteAéoel Kal poyvwotikd deiktn (3).
Ta Aepdpokutrapa anoteAovv Audia AiBo 0To avooomoLNTIKG TOU AVATVEUOTIKOU CUGTHHATOC
Kat n Aepdomnevia evéxel HEyaAUTEPO Kivouvo BvnToTnTag yia Tov voonAeuopevo aoBevic e
Tveupovia kowotntag (3).

H yupwr avooia eivat aut mou evepyomoleitat otnv AoipwEn QVONMVEUOTIKOU HE TNV
Topaywyr QVILOWHATWY KAl TNV EVEPYOTIOINON TOU GUURMANPWHATOG. AUO HEAETEC EXOUV
akopn deifet 6t umapyouv S0 mapdpoLa pHovOTATIa YovISLaKAC Ekdpacnc mou oxetilovral
HE avooomapdAucon otnv Mveupovia kowdtntac: Ta SRS1, MARS1. H napouoia autwy Exet
HEAETNBEL OTL ouvdéeTal pe Suopevr) MPOyvworn Kat To SRS1 £XEL CUOXETIOTEL UE QVTOXN OE
evbototiveg, efdvtAnon twv T- kuttdpwv kat downregulation tou HLA class Il (4).
EmunpooBétwg, n IL7 onuatodotel évav Katappaktn Ekppacns AVTLUKPOPLAKWY TPWIEVWY,
KUTTOPOKLVWY KAl XUHOKWVWY (3).

Itn ouviOn kAwikn pagn, dev yivovratl S1ayvwoTIkES EETAOELC yla TNV TAQUTOMOINoN Tou
HikpoBiou oe acBeveig oL onoiol dev xpriouv voonAeiag, pe eaipeon tnv xpnon PCR yua
SarsCoV2 kat yLa Tov 10 g ypinng. Nna toug aoBeveic pe nveupovia kowdtntag mouv xprlouv
voonAeiag otéAvovtat ot €§fG SLayvwoTikéG €EETAOELS: QUUOKAAALEPYELES, KaAALEPYELQ
ntuEAwv kat Gram xpwon, Ag oUpwv yLa TVEUHOVIOKOKKO Kat legionella, PCR ywa SarsCoV2 kat



L0UG TOU avanvevotikol, KaAAEPYELa pLVikoU ETXpiopatog yia MRSA kat iBava screening
EAeyxo ywa HIV. H mveupovia tng kowdtntag pnopei va nupodotnBei and pikpdpia Tumikd ry
dtuna, mapaotta, HUKNTES KAl LOUG. ItV TAELOVOTNTA Twv AoWwEEWY N TauTonoinon tou
naBoyoévou bev kabiotatat Suvatr, ald n xprion poplakwv peBOSwv £xel auénoeL to
nocootd autd. Me tnv xprion PCR n wkavétnta anopdvwong naboyévou avépxetal oe
M0000T6 010 87% yla TNV MVEUpOVIA KOWOTNTAG, EVW HE TNV HEBOSO Twv KOAMEPYEWWY
HIKPOBiwVY TO MTOCOOTO QUTO HELWVETAL 0T 39% (6). ZTNV KAWIKA Ttpdén wotdoo, TO MoCooTo
avixveuong naBoydvou eivar akdpa xapnAotepo. Ano tnv avaokonnon te BuBAoypadiac
ya tnv pikpoProAoyikn attioAoyia tng mveupoviag kowatntag daivetatl 6t To oUXVOTEPO
naBoyovo eivat o Streptococcus pneumoniae Kat Ot Lol TOU aVAMVEUOTIKOU avApESA GTOUC
onoioug evracoetal kat o SARS-CoV-2. Ta dtuna pikpofla Sev cuvavtwvtat 1600 cuxvd,
mBavotnta kat Adyw EMewng edikwy rapid TEOT aVIXVEUONC TOUG. IE OUYKEKPIUEVEC
unoopddeg aoBevwv pnopel va ouvavtrooupe kat taboydva, Oniwg o Staphylococcus aureus,
Pseudomonas aeruginosa kat Enterobacteriaceae (7-8).

Ynapyouv diadopeg KAipakes Baputnrag yia Tov UTOAOYLOpO TG Baputntag Tng nVEUHoviag
Kowotntag, avapeoa ota onola eivat ta PSI, CURB-65, CRB-65, CURB, ATS 2001, ATS/IDSA
2007, SCAP score, and SMART-COP. 100G TOUG €ival 0 €yKaLpog EVIOTOMOC TwV Bapéwg
nacxovIwv kat tnv mbavr) avaykn voonAeiag toug pe Movada Evratiknig Oepaneiag, yia tnv
Heiwon tng Bvntétnrag (9). H e§atopkeupévn atpikr (personalized medicine) oxetiletal pe
Vv dnuovpyia evog ouykekpipévou Tipodid yia kaBe aoBevr), ntephapBavovtac yoviSIakég
TANPodOopIeS, KAVIKG KAl KOWVWVIKOOIKOVOULKA XOPAKTNPLOTIKG. ME TO TPOTO auTtd eKTIudTaL
0 aTOMIKOG Kivduvog kan oxedialetat katdAAnAn otpatnyikr tpdAndng kat Bepaneiac. ITOX0C
NG MEAETNG eival n mAfpng avdAuon TOU TPWTEWHATOC Ot OOBEVEI( PE Tveupovia
Kowotntag, wote va BpeBolv npwreivikol deikteg mou va oxetilovral pe tnv e ékBaon
Kat HE TNV attohoyia tng mveupoviag. H avaAuon MPWIEWRATOC Kal HETABOAWHATOC EXEL
avadeifel onpavtikég peTaBoAég Tou ouvieAoUvTaL OTov 0pd Ot aoBEVEIC pE TvEUpOVia
KOWOTNTAG, oL omoieg oxetifovrat kat pe tov Babud coBapdtntag tng Aotpwéng (10, 11). Ot
NPWTeiveq auteg oxetilovral NEPLOTOTEPO HE TOV HETAPBOALOHO AUtSiwv oTnV avoooAoyIKn
anokpion, TNV ddon ofelag andkplong, TNV N, TNV EVEPYOTOLNGN GUUIANPWHATOC KaL TNV
dAeypovry. O oKOTOG TNG CUYKEKPLUEVNG HEAETNG Elval va avaAUOEL T CUVOALKA TIPWTEOUIKA
XOPOKTINPLOTIKG TwV aoBevwv HE TIVEUHOVIA TNG KOWOTNTOG KOL VA T CUCKETIOEL @) WE TO
pkpoPLakd aitio, kat B) pe v teAkr ékBaon.
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Lower respiratory tract infections are among the most common infections and are related
with high mortality and morbidity worldwide. The overall incidence of community-acquired
pneumonia is 16-23 cases per 1000 people per year and approximately 30% of these patients
require hospitalization. It has the highest mortality from infections and according to the World
Health Organization it is the third most common cause of death worldwide(1,2). Depending
on the characteristics of the patients and the circumstances under which it is provoked, it is
distinguished into community-acquired pneumonia and hospital-acquired pneumonia
(hospital acquired or ventilator acquired). This study focuses on community-acquired
pneumonia, which occurs in outpatients and can be caused by bacteria or viruses.

The inability of the immune response to response to a specific pathogen of the respiratory
system leads to infection and, by extension, to the so-called community-acquired pneumonia.
The assessment of the immune capacity of each patient contributes to a better assessment of
the severity of the infection and can also be used as a prognostic indicator (3). Lymphocytes
are the cornstone of the immune system of the respiratory tract, and lymphopenia carries a
greater risk of mortality for the hospitalized patient with community-acquired pneumonia (3).

Humoral immunity is the one activated in respiratory tract infection by producing antibodies
and activating the complement. Two studies have further shown that there are two similar
gene expression pathways associated with immunoparalysis in community-acquired
pneumonia: SRS1, MARS1. Their presence has been studied to be associated with a poor
prognosis and SRS1 has been associated with endotoxin resistance, T-cell exhaustion and
downregulation of HLA class Il (4). Additionally, IL7 signals a cascade of expression of
antimicrobial proteins, cytokines, and chemokines (3)

In routine clinical practice, no diagnostic tests are performed to identify the microbe in
patients who do not require hospitalization, with the exception of the use of PCR for SarsCoV2
and the influenza virus. For patients with community-acquired pneumonia who require
hospitalization, the following diagnostic tests are used: blood cultures, sputum culture and
Gram stain, urine Ag for pneumococcus and legionella, PCR for SarsCoV2 and respiratory
viruses, nasal swab culture for MRSA and possible screening test for HIV. Community-acquired
pneumonia can be triggered by typical or atypical microbes, parasites, fungi, and viruses. In



the majority of infections the identification of the pathogen is not possible, but the use of
molecular methods has increased this percentage. With the use of PCR, the ability to isolate a
pathogen reaches a percentage of 87% for community-acquired pneumonia, while with the
method of microbe cultures, this percentage is reduced to 39% (6). In clinical practice,
however, the pathogen detection rate is even lower. From the review of the literature on the
microbiological etiology of community-acquired pneumonia, it appears that the most
common pathogen is Streptococcus pneumoniae and respiratory viruses, including SARS-CoV-
2. Atypical microbes are not found that often, possibly due to the lack of specific rapid tests
for their detection. Pathogens such as Staphylococcus aureus, Pseudomonas aeruginosa and
Enterobacteriaceae may also be found in specific subgroups of patients (7-8).

There are several severity scales for calculating community-acquired pneumonia severity,
including PSI, CURB-65, CRB-65, CURB, ATS 2001, ATS/IDSA 2007, SCAP score, and SMART-
COP. Their goal is the early identification of the seriously ill patients and the possible need for
their hospitalization in an Intensive Care Unit, in order to reduce mortality (9). Personalized
medicine is related to the creation of a specific profile for each patient, including genetic
information, clinical and socioeconomic characteristics. In this way, the individual risk is
assessed and an appropriate prevention and treatment strategy is designed. The aim of the
study is the complete analysis of the proteome in patients with community-acquired
pneumonia, in order to find protein markers related to the final outcome and to the etiology
of pneumonia. Proteome and metabolome analysis has revealed significant changes occurring
in the serum of patients with community-acquired pneumonia, which are also related to the
severity of the infection (10, 11). These proteins are most associated with lipid metabolism in
the immune response, the acute response phase, coagulation, complement activation and
inflammation. The purpose of this study is to analyze the overall proteomic characteristics of
patients with community-acquired pneumonia and correlate them a) with the microbial
cause, and b) with the final outcome.
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